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We are grateful to Prof. Itsik Pe’er for pointing out a minor typographical error in the supplementary

materials. Equation 16 should read:

0 = (1= p)BYTD + pule + Lxi ook + 2 — Xi 081 .0.0))-

reflecting the substitution of Equation 15 into the stochastic variational parameter update. An updated ver-
sion of the supplementary materials is available with the software: https://github.com/StoreyLab/

terastructure/blob/master/docs/supplementary_materials.pdf.
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